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SNAPSHOT 
 
Cardiovascular Diseases 

 

CONDITION INFERENCE 

ATRIAL FIBRILLATION 
High risk  

MYOCARDIAL INFARCTION Normal risk 

CORONARY HEART DISEASE Normal risk 

SUDDEN CARDIAC ARREST Low risk for sudden cardiac arrest 

STROKE Normal risk 

HEART FAILURE Normal risk 

LONG QT Normal risk 

 

 

Diabetes 
 

CONDITION INFERENCE 

TYPE 1 DIABETES 
High risk    

TYPE 2 DIABETES Normal risk 

 

 

Associated Risk Factors 
 

RISK FACTOR INFERENCE 

BLOOD PRESSURE High risk for hypertension/high blood pressure 

HOMOCYSTEINE  LEVELS Slightly   high   risk   for   increased   homocysteine 

levels 

OBESITY Low risk for obesity 

DIET PATTERN Low fat diet recommended 



 

 

 

ADIPONECTIN  LEVELS Low risk for reduced adiponectin levels 

HDL CHOLESTEROL Slightly increased odds for high HDL-C level 

LDL CHOLESTEROL Slightly increased risk for high LDL-C level 

TRIGLYCERIDE  LEVELS High risk for hypertriglyceridemia 

 

 

Lifestyle Risk Factors 
 

RISK FACTOR INFERENCE 

ALCOHOLISM Low risk for alcoholism 

ALCOHOL FLUSH REACTION Low risk for alcohol flushing 

NICOTINE  DEPENDENCE Slightly high risk for nicotine dependence 

 

 

Drug Responses 
 

 D RUG    IN FEREN CE   

CLOPIDOGREL Intermediate metabolizer; therapy less effective 

METFORMIN Regular likelihood for positive drug response 

SIMVASTATIN Low risk for drug induced toxicity 

WARFARIN Slightly high risk of drug sensitivity; low dose 

recommended 
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CVD and Diabetes 

This section gives detailed information for conditions found to have high genetic risk. 

 

 

ABOUT CVD 

 

 
 

Cardiovascular disease (CVD) is an umbrella term for several diseases  that  affect  cardiovascular system in our body.  

The most prominent ones being Coronary Artery Disease (CAD), Myocardial Infarction, Dilated Cardiomyopathy, 

Hypertensive Heart Disease and Cardiac Dysrhythmias. 

CVD is a serious and life threatening condition but with early discovery it is also one of the most easily manageable 

diseases and in some cases managing the condition does not even require medical management except few lifestyle 

changes. 

 

 

Risk Factors 

Medical conditions like high blood sugar level (Diabetes), high blood pressure (hypertension),  high body mass index 

(Obesity), high LDL-cholesterol level (hypercholesterolemia), high triglyceride level (Hypertriglyceridemia), high 

homocysteine level; undesirable lifestyle related habits like smoking and alcohol addiction are major risk factors along 

with  gender,  increasing  age  and  family  history  of Cardio Vascular disorders. 

Each of these risk factors are described in detail further. 

 

 
Genetics 

Genetic variations play a major role in the development of CVD. It is a highly inheritable condition (atleast 40%) due 

to which a person with a family history of heart disease is more at risk than general population. Researchers around 

the world have identified more than 250 genes associated with CVD. CVD may result from single gene mutations or 

multiple mutations across several genes. More often, the interaction of genetic variation along with 

lifestyle/environmental factors leads to final disease outcome. The association of many genetic mutations with CVD has 

been proven in numerous genome wide associated studies across different ethnic groups around the world. 

 

 



 

 

 

 

 

 

Many genetic mutations like chromosomal deletions, insertions, transitions, frameshifts and short or long 

repetitions of the same motifs (in tandem such as mini- and microsatellites) have been identified. We 

look for variations known as ‘Single Nucleotide Polymorphisms’ (SNPs) in appropriate position on 

chromosomes, which have marked statistical significance for the pathological condition. 

 

 

ATRIAL FIBRILLATION 
 

 

 
 

 

Your risk   Your variant score   

3.03x relative to population average 3 out of 5 

 
Latin term - atrium - "hall", fibrilla - "fiber", and atio - "process". 

It is an irregularity of the heart, typified by rapid heartbeat. It results in palpitation or fibrillation of the 

two upper chambers of the heart – known as ‘atria’. Atrial fibrillation is  caused  due  to  abnormal electric 

charges produced in the heart. It is largely asymptomatic, although some cases exhibit palpitations 

(irregular heartbeat) 

 
The genetic content, DNA (deoxyribonucleic acid) of your sample was analyzed and we  identified some 

'mutations' or changes that are associated with this medical condition. 

Mutation Gene Chr. # Risk Allele Genotype 

rs2106261 ZFHX3 16 A AG 

rs7193343 ZFHX3 16 A AG 

rs2200733 LOC729065 4 A AA 

rs10033464 4q25 4 A AC 

rs13376333 KCNN3 1 A AA 

Note: There could be other variants, not screened by Genetic Mapping. 

Note: Genetic component of an individual form a minor fraction of the equation and are not the absolute 

causative factors that determine the outcome. There could be several other influential elements acting 

simultaneously that decide the final outcome of the condition. 
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TYPE 1 DIABETES 
 

 

 

Your risk   Your variant score   

1.33x relative to population average 4 out of 8 

 
Type 1 diabetes mellitus, previously known as juvenile diabetes, is a chronic autoimmune disease* resulting 

in destruction of insulin producing beta cells of pancreas. Insulin plays a crucial  role  in meeting energy 

requirements of a human body by supplying glucose to, which in turn save and utilize this blood sugar 

(glucose) for energy. Type 1 diabetes is usually diagnosed in children and young adults, but it can affect 

people at any age. Once affected with this form of diabetes, the insulin producing beta cells of pancreas 

are completely destroyed within 5-10 years. 

*(Autoimmune disease is a condition where the person's immune system fails to distinguish between foreign 

and own cells resulting in immune response towards own cells and tissues) 

 

Genetics 

Type 1 diabetes is predominantly a genetic disorder with its inheritability risk factor at 10% 

approximately. Being an autoimmune condition, it is widely accepted that HLA class 2 genes of 

chromosome 6 play a major role in the onset of this disease; but over time, many non-HLA genes are 

also identified and suspected to contribute equally to the risk. 

The genetic content, DNA (deoxyribonucleic acid) of your sample was analyzed and we  identified some 

'mutations' or changes that are associated with this medical condition. 

Details regarding 'mutations' or changes detected in your DNA are given below: 
 

SN P ID   Gene   Chr. #   Risk Allele   Genot ype   

rs1004446 IGF2;INS-IGF2 11 G AG 

rs12708716 CLEC16A 16 A AA 

rs17696736 NAA25 12 G AA 

rs1990760 IFIH1 2 A AA 

rs2476601 PTPN22 1 A GG 

rs6679677 RPS2P14 - RSBN1 1 A CC 

rs7202877 CTRB2 - CTRB1 16 C AA 

rs9272346 HLA-DQA1 6 G GG 

Note: There could be other variants, not screened by Genetic Mapping.



 

 

 

 

 

 

 

 

Note: Genetic component of an individual form a minor fraction of the equation and are not the absolute 

causative factors that determine the outcome. There could be several other influential elements acting 

simultaneously that decide the final outcome of the condition. 

 

 

Risk Factors 

Type 1 Diabetes is predominantly a genetic disorder that may be resultant of risk factors listed below: 

Environment: Various environmental determinants are suspected to trigger and potentiate Type 1 

Diabetes although contribution of any particular exogenous factor has not been proven yet. 

Chemicals and Drugs: Some chemicals that are accidentally ingested are known to specifically destroy 

pancreatic cells, thereby stopping normal insulin production. Even some cancer  and antibiotic drugs 

taken as medication are known to kill pancreatic cells, resulting in loss of insulin production. 

Chronic viral infection: Chronic viral infection: Some viruses of Coxsackie virus family are known to 

trigger autoimmune response leading to destruction of beta cells of pancreas. This vulnerability towards 

virus is not common. 

Genetic factors: Type 1 Diabetes is a polygenic autoimmune disease with many different genes 

contributing to the risk leading to onset of Type 1 Diabetes. 



Loci   M arker   Genot ype   Inf erence   
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ASSOCIATED RISK FACTORS 
 
ADIPONECTIN LEVELS 

 
 

 

Adiponectin is an adipocyte (fat cell) derived plasma protein, also known as the 'starvation hormone'. 

It modulates a number of metabolic processes, including glucose regulation and fatty acid oxidation. 

 

 

Genetics of adiponectin levels 

Adiponectin is secreted by the white and brown adipose tissue in our body. ADIPOQ gene regulates 

the production of the hormone in the tissue. 

Genetic variation in ADIPOQ therefore directly affects  the secretion of the hormone. Reduced 

adiponectin level in the body is correlated with serious medical conditions such as type 2 diabetes or 

associated phenotypes such as obesity, insulin resistance and many more. 

Hence, the gene is widely referred to determine the hormone level in the body. 

 

 
Your genetic profile for adiponectin levels 

 

ADIPOQ rs6773957 GG 
Low risk for reduced 

adiponectin levels 

Note: There could be other variants, not screened by Genetic Mapping. 

 

Complications 

Levels of this hormone could affect many clinical parameters such as blood glucose, indices of insulin 

resistance, proatherogenic dyslipidemia, and risk of type 2 diabetes, stroke, coronary artery disease 

and cancer. 

Many studies have shown that higher levels of adiponectin are protective as they lower the risk of type 

2 diabetes and heart disease, whereas lower levels are associated with increased obesity and related  co-

morbidities. 



 

 

 

 

 

 

 

 

Risk Factors 

Many studies have proved moderate to high estimates of heritability (30-70%) for plasma adiponectin 

levels. 

Other factors affecting plasma adiponectin levels include ‘body mass index’ or weight of an individual, 

where the association forms an inverse correlation between the two factors. Similar association is 

observed with other potential risk factors for low adiponectin levels such as diabetes, coronary artery 

disease and serum triglyceride concentration in the body. 

However, increased HDL-Cholesterol levels are associated with increase in hormone concentration in 

the body. 

 

BLOOD PRESSURE 
 

 

 

Normal blood pressure should be less than 120/80 mmHg. Blood pressure higher  than normal is called 

hypertension (high BP), and high BP is said to be present if it is persistently at or above 140/90 mmHg. 

Genetics of blood pressure 

Hypertension is a polygenic trait and multiple loci determine the disease outcome.  Research  has revealed 

over 10 genetic variants associated with at least 0.5mmHg  increase  in  blood  pressure (systolic or 

diastolic). Although the effect of each of these variants on blood pressure is not remarkable, the 

collective effect of several implicated genetic variations make a significant impact on the phenotype of 

the individual, leading to stroke or heart diseases. 

Few variants in STK39 on chromosome 2,  variants of C12orf51, ATP2B1 on chromosomes 12, and markers 

like NT5C2, CSK, and EDN1 are reported to be correlated with high blood pressure. 

 

Your genetic profile for blood pressure 
 

Loci   M arker   Genot ype   Inf erence   

CSK rs1378942 CC 
High risk for 

hypertension/high blood 

pressure LOCl00l32798 rs2398162 AA 

Note: There could be other variants, not screened by Genetic Mapping. 
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Complications 

This is a risk factor for stroke, heart attack,  heart failure,  peripheral arterial disease,  kidney disease 

and other problems. 

 

 

Risk Factors 

Potential risk factors for hypertension include: 

Family history: The biological trait is highly inheritable and is most likely to pass on to offspring. 

Hence, genetic factors form one of the key components in determining the risk of high blood pressure. 

Age: Increasing age increases the risk for hypertension and heart disease. High rates of diastolic 

blood pressure are seen in men of middle 30-40 years,  whereas in women hypertension is often 

associated after menopause. 

Sex: Although there is an equal risk of hypertension in both sexes, younger men and older women 

are most likely to be affected. 

Diet: Diet rich in salt or sodium increases the blood pressure as it imposes water retention in kidneys, 

thereby affecting regular function of the body. 

Obesity: High body mass index contributes to direct increase in risk for hypertension. According to 

a study, decrease in body weight by 1 kg correlated with reduction of systolic and diastolic blood 

pressure by over 1.0 mmHg. 

Life style: Physical or mental pressure in routine life adds to the potential risk. Smoking and heavy 

alcohol addiction show direct correlation with high blood pressure. 



 

 

 

 

 

LIFESTYLE RISK FACTORS 
 

 
ALCOHOLISM 

 
 

 

Alcoholism or alcohol dependence is a chronic, progressive disease where victims become “addicted” 

to alcohol and face severe repercussions while trying to give up. 

 

 

Genetics of Alcoholism 

There are specific genetic loci, which correlate with phenotypes like alcohol dependency. Identifying such 

markers will only aid in screening for potential alcohol dependent candidates. 

They can then take necessary measures at the earlier stage in order to avoid addiction. The chromosome 

region 2q35, in human genome has been linked to dependency related characters. 

In some cases, alcohol intoxication may lead to development of brain seizures, after few hours of 

alcohol cessation. Most commonly, the cerebral cortex of the brain is affected causing motor seizures. 

Many research reports have identified the marker on SLC6A3 gene to be associated with the risk of 

severe alcohol withdrawal seizures in alcohol dependent subjects. Higher tolerance to alcohol or alcohol 

abuse can manifest into mental disorder of DSM-IV category. 

 

 

Your genetic profile for alcoholism 
 

Loci   M arker   Genot ype   Inf erence   

OPRM1 rs1799971 AA 
 
 

Low risk for alcoholism 2q35 rs7590720 AA 

ANKK1 rs1800497 GG 

Note: There could be other variants, not screened by Genetic Mapping. 
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Complications 

Alcoholism leads to disorders of the heart, liver, digestive system, nerves, eyes, bones and more. The 

complications are worsened in diabetics. Alcohol consumption  during pregnancy  severely compromises 

the physical and mental health of the children. It is no wonder that the World Health Organization 

purports alcohol as the world’s third largest risk factor for disease burden – the leading factor in the 

US and Western Pacific and the second largest in Europe.  Alcohol  compromises individual health, 

domestic harmony and societal welfare, sometimes leading to dire consequences. 

 

 

Risk Factors 

Researchers have identified many risk factors for alcoholism: 

Alcohol Habit: People who consume alcohol steadily over time are purported to be at a greater 

risk of becoming alcoholics. 

Gender: Research suggests that men are at a higher risk of becoming alcohol dependant, while 

women are at a higher risk of developing complications related to alcoholism. 

Age: People who start consuming alcohol at a younger age are more likely to become alcohol 

dependent. 

Genetics:  Research suggests that genes contribute to 50-60% of the risk of alcoholism. 

Family history: Family environment can increase the risk of alcoholism. Children whose parents are 

alcoholic, indulge in alcohol or substance abuse, have  psychological  problems,  or  indulge  in violence 

after consuming alcohol are at a higher risk of alcoholism. 

Mental health problems: People with mental health problems such as depression or anxiety are at 

a higher risk of alcoholism. 

Social and cultural factors: Peer pressure, a partner’s indulgence in alcohol, and the glamorous 

portrayal of alcohol in the media are some factors known to increase risk of alcohol dependence. 



 

 

 

 

 

DIET PATTERN 
 

 

 
 
 
 

Diet pattern 

Variation in eating behavior across people is driven by a combination of both genetic and 

environmental influences. Genetic factors play an important role in influencing hunger pangs, satiety 

after meals, metabolic rate and calorie requirements. This explains the predisposition of certain individuals 

to be leaner (or) overweight, even if they are on the same diet. Dietary intake affects the interaction 

between several major hormones and enzymes, thereby the overall lipid profile and body composition 

of an individual. 

 
 

How genes are linked to what you eat: 

The hypothalamus (a part of the  human brain) controls a majority of the  bodily functions including 

food intake, weight and metabolism. Many genes associated with hypothalamic function have been 

studied for their possible role in the mechanisms underlying body weight regulation and food intake 

in individuals. 

PPARG (peroxisome proliferator-activated receptor GAMMA) gene produces a protein that regulates 

fat storage. Presence of one PPARG variant increases the chances of a person to be overweight, by 

affecting the body's response to weight regulation under calorie restriction. Individuals with the ''risk'' 

variant of this gene typically accumulate more fat in their body, and hence are more likely to be 

overweight, if not on a restricted diet. 

Other genes that indirectly affect fat and body composition include FTO (fat mass and obesity) gene 

that has been linked strongly with body mass index, waist circumference and weight in many population 

based studies. This gene is expressed in adipose tissue, skeletal muscle  and  the  brain. There is some 

speculation that energy intake and fasting glucose are also dependent on this gene. One of the FTO 

gene variants is linked with higher number of eating episodes per day. The presence of this genetic 

marker predisposes towards more frequent, calorie-rich meals and therefore, higher BMI and/or obesity. 

Animal model studies (mouse, rat) and genome wide studies in different human ethnicities have provided 

evidence for the same. MC4R (melanocortin-4 receptor),  ADIPOQ (adiponectin), POMC (promelanocortin) 

are among the genes that modulate macronutrient  
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(carbohydrate, fat and protein) consumption. Some of these genes are considered by us in determining 

an individual’s genetic predisposition for body mass index/obesity.   

 

Your Predisposed Diet Pattern 
 

SNP   Ge ne Symbol   Chromosome   Ge notype   Infe re nce   

rs1801282 PPARG 3 CG Low fat diet recommended 

Note: There could be other variants, not screened by Genetic Mapping. 

 

 

 

  



 

 

 

 

DRUG RESPONSES 
 

 
CLOPIDOGREL 

 
 

 
 

 

Brand name 

Plavix®
 

 

 
Prescribed as 

An anti-platelet drug, inhibiting platelet aggregation and preventing blood clot formation in the body. 

 

 
Risks 

Under genetically unfavorable conditions, the drug therapy could be less effective leading to reduced 

inhibition of platelet aggregation. 

 

 

Your response to clopidogrel 

Marker identified in your genome and its correlation with response to clopidogrel: 
 

Loci   Genot ype   Inf erence   

CYP2C19 *1/*2 Intermediate  metabolizer; 

therapy less effective 

Note: The current version of Genetic Mapping does not look for rs28399504 marker associated with the therapy. 

 

 

Your genotype description 

You  have   1   base   variation   of   ‘G   to   A’   on   your   gene   CYP2C19,   chromosome10,   position 

‘96541616’ (referred as   rs4244285). 
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Genetic interpretation 

This indicates that you may be genetically less capable of activating the drug and thereby, the therapy could be less 

effective on you. Hence you may be given an alternate therapy. However, your physician shall decide on the drug and 

the dose depending on other clinical factors or medications you might be taking. 

 

 

Drug information 

Clopidogrel is an anti-platelet drug that inhibits platelet aggregation and thereby prevents blood clot formation in the 

body. It hinders narrowing of blood vessels and maintains easy flow of blood in the body. It decreases the risk of 

heart disorders and strokes primarily in patients who have incurred a cardiovascular  attack. 

 

 

Adverse effects 

Fatal adverse effects from the therapy are very rare. Most frequent mild reactions include nausea, diarrhea, fever, 

bleeding or bruising and skin rashes . 

Occasional side effects may include bleeding in stomach and brain or variations in blood pressure levels. 

Major adverse cardiovascular events and high risks of stent thrombosis are reported as few rare life threatening 

events associated with the therapy. 

 

 

Genetic significance 

Genetic factors significantly determine response of the patient to the drug. Clopidogrel undergoes 'bioactivation' within 

the body, to form an active metabolite that interacts with blood platelets. Several enzymes are involved in this 

transformation. Variation in genetic sequence of these  enzymes  affects the enzyme function. This alters pharmacokinetics 

of the drug, leading to ineffective response in some people or can even lead to major adverse cardiovascular events. 

The hepatic CYP2C19 is one  such enzyme involved in bioactivation of the drug. Several variants of CYP2C19genetic 

sequence have been reported to correlate with drug efficacy  in  patients.  Some variants impair the functional domain 

of the enzyme thereby inhibiting  the  interaction with platelets. On the other hand, variants reported in the regulatory 

region of the gene are known to enhance the function of the enzyme. 

 

 

 



 

 

 

 

METFORMIN 
 

 

 
 

 

Brand name 

Glucophage®
 

 

 
Prescribed as 

An anti-diabetic drug, to control blood sugar levels in type -2 diabetic patients. 

 

 
Benefits 

Genetically favorable conditions may increase the chance of positive drug response. 

 

 
Your response to metformin 

Marker identified in your genome and its correlation with response to metformin: 
 

Loci   M arker   Genot ype   Inf erence   

ATM rs4585 AC Regular likelihood for 

positive drug response 

Note: Genetic Mapping looks for the most common and already-proven genetic variants associated with the therapy 

and does not screen for rare markers affecting the drug response. 

 

 

Your genotype description 

You have 1 'A' allele and 1 'C' allele on your gene  ATM,  chromosome  11,  position  108239628 (referred 

as rs4585). 

 

 

Genetic interpretation 

This indicates that your genetic inclination of having an effective response for the drug therapy may 

be normal. However, your physician shall decide on the drug and the dose depending  on  other clinical 

factors or medications you might be taking. 
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Drug information 

This is a well known anti-diabetic drug, used to control blood sugar levels in human body and is 

prescribed to treat type-2-diabetes in adults and children. 

It acts by several means like increasing insulin sensitivity, decreasing glucose secretion in liver (termed 

as ‘gluconeogenesis’), increasing peripheral uptake of glucose  and  reducing  gastrointestinal absorption 

of glucose. 

It activates the enzyme 'AMP-activated protein kinase' in the liver, which plays a crucial role in suppressing  

gluconeogenesis. 

 

 

Adverse effects 

General side effects include nausea, diarrhea, headache, indigestion, difficulty in breathing, fever and 

weight loss. Most of these side effects are reversible and mild. Lactic acidosis (increased production 

of lactic acid in the blood stream) is reported in rare cases of metformin toxicity. 

 

 

Genetic significance 

Several genetic markers are reported to determine response to metformin. The drug response varies 

widely from person to person. 

People with specific markers seem to inherit a good chance of positive response to the therapy. 

ATM (Ataxia Telangiectasia Mutated)is one such gene correlated with better drug response. The gene 

encodes for a 370kda protein, which functions as a cell cycle checkpoint kinase. It activates many other 

proteins involved in signaling pathways. One of the  target  protein  AMPK  (AMP-activated  protein kinase 

) is directly involved in the activation of metformin. Hence, variation in ATM gene sequence, has an 

indirect effect on the drug therapy. 



 

 

 

 

FITNESS 
 

 
FITNESS RECOMMENDATIONS 

 
 

 
 
 

What determines fitness/ sports performance: 

Sports performance is a trait that is determined by genetic, environmental and lifestyle (diet  and training) 

factors. Muscle mass, strength, recovery, oxygen intake, body composition,  metabolism, training, 

environment and diet are among the factors that determine performance at any sport. Aerobic/anaerobic 

respiration, mind-muscle training, stamina and recovery time  all come  into  play when your body is 

involved in high-intensity activity. However, sports training broadly targets two categories: 

Power or speed training 

Endurance training 

It is important to remember that no sport depends on a single energy system exclusively. It is only the 

proportion of either muscle power (or) endurance that will be greater in a particular sport. Those who 

participate in the first category need to produce sudden/immediate outbursts of energy and speed to 

jump, leap or move during an event. This involves higher muscle  strength and flexibility to produce 

greater force (hence requiring more fast twitch muscle fibers). 

Endurance athletes display continuous strength and output over longer periods of time, or for longer 

distances. They do not require as much force as they require prolonged muscle stamina (slow twitch 

muscle fibers). 

 

How your DNA affects your fitness/ sports performance: 

Analysis is based on the genetic component of your DNA that determines muscle capability,  i.e., the 

ACTN3 gene, which produces alpha-actinin-3 protein. This protein is produced in Type -II (fast twitch) 

skeletal muscle fibers, and is required in higher amounts during muscle contractions  (e.g.,  while sprinting 

or running). 



 

 

 

 

 

 

 

The ratio of fast- to- slow twitch muscle fibers vary in every individual. A single nucleotide 

polymorphism (SNP) (defined as a single base mutation) in the ACTN3  gene  (base  position  577) results 

in two alleles/SNP variants: 

577R (the power gene)- higher amount of muscle activity in skeletal tissue, meaning better suitability 

for power athletics 

577X- deficient ''fast twitch muscle" activity, meaning better suitability for endurance events 

 

 

Loci   M arker   Genot ype   Inf erence   

ACTN3 rs1815739 AA 
Better suited for 

Endurance events 

Note: Recommendations in this section are based on the genetic component alone. Other factors such as age, 

BMI, activity levels, etc., also play a role in sports/fitness performance. 

 

 

 

 

 

 



  

 

  

 

 

 

 

 

 

 
 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Recommended Activity Type Endurance Training 

Ideal sport activities Triathlon 

Cross country cycling 

Biking 

Long distance running/marathon 

Cross country skiing 

Rowing 

Swimming 

Tennis 

Golf 

Canoeing 

Squash 

Hiking 

Ideal fitness activities Circuit training (jump squats, kettlebells, push ups) 

Jogging 



  

 

  

 

 

   

 

 

 

What do we do with your DNA 

When we receive your sample, the first thing we do is to isolate and extract your DNA from the deposited 

sample. The extracted DNA is your genetic component and is used by us to  identify potentially hazardous 

markers in your DNA, which have proven association with health conditions we cover. The markers we 

look for in your DNA are called SNPs or single nucleotide polymorphisms (explained below) and these 

are selected by our scientists after stringent scrutiny of their association for a given health condition. 

 

What is genetic information? 

Genome is the genetic content or hereditary information of an organism, which is made up of DNA 

(Deoxyribonucleic Acid) in humans and other higher organisms. DNA is made up of  four  bases Adenine, 

Thymine Guanine and Cytosine designated by four letters A, T,  G,  C,  respectively. Although the genome 

of all the humans is almost same, a minor difference exists among individuals. This difference, which is 

called genetic variation is responsible for unique phenotype and difference in the health of each 

individual. In most of the cases, this difference or variation is passed on to the next generation 

(inheritance), which confers disease susceptibility in the offspring. 

  



 

 

 

 

 

 
 
 
UNDERSTANDING YOUR RESULTS 

 
 

 
 

 

Relative Risk 

Relative Risk (RR) is the probability of an individual with a  SNP developing  a  disease  relative  to  an 

individual without that SNP developing the disease. 

RR = P (disease with SNP) / P(disease without SNP) 

RR ~1 -association between SNP and disease unlikely to exist. 

RR > 1 -increased risk of disease among those with that SNP. 

RR < 1 -decreased risk of disease among those with that SNP. 

 

 

Your Risk Assessment 

What it means: It is an estimate of the likelihood of developing a medical condition. In other words, it 

indicates the probability threat value of your mutation leading to health condition. 

For Example: 

Your lifetime risk: 6.8% 

What it means: Individuals with your genetic variants are estimated to develop this condition in 6.8 out 

of every 100 persons. These results indicate your odds of developing this condition. 

Your average lifetime risk: 8% 

What it means: Individuals from the average population are estimated to develop this condition in 8 

out of every 100 persons. 

 Single Nucleotide Polymorphism (SN P) 

Single nucleotide polymorphism or SNP is a type of genetic variation, where in a  single  letter difference 

occurs in the DNA sequence of an individual when compared to others. 

 
Example: Sequence 1: ----AGCCTAATGGGC---- 

Sequence 2: ----AGCCTAAGGGGC---- 

 
 

Here, in the given example, the first sequence differs from the second sequence only by a single letter 

(nucleotideT/G). This single letter variation affects many phenotypic traits, disease susceptibility/ 

resistance, response to drugs, chemicals, radiation, etc. 

 

 



  

 

  

 

 

 

 

 

 

SN P Genotyping 

Genotype is the genetic makeup of an organism, and genotyping (process by which the genotype 

sequence is decoded) is done to understand difference in the genetic makeup between different 

individuals. SNP genotyping helps to analyze the SNPs present in an individual. 

 

 

What your report is and what it is not 

The report what we provide you is not diagnostic in nature and should not be considered as one. What 

we  report is your genetic predisposition towards any particular health condition. If you are reported to 

be on the higher risk for any of the health condition we cover, it does not mean that you have or you 

will contract the health condition and the same applies if you are reported to be on the lower risk. 

When a person develops a health condition it may be due to their genetic predisposition,  lifestyle, 

exposure to hazardous material, environmental conditions and many more. What  we  provide  you should 

help in assessing your health status on genetic level and making the right choices for your health. 

 
 

GENETIC PREDISPOSITION DOES NOT MEAN PREDETERMINATION 
 


