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GENETIC MAPPING FOR ONCOLOGY

Conditions
Melanoma
Prostate Cancer
Testicular Cancer
Breast Cancer
Ovarian Cancer
Bladder Cancer
Colorectal Cancer
Pancreatic Cancer
Renal Cell Carcinoma
Lung Cancer
Thyroid Cancer
Basal Cell Carcinoma
Chronic Lymphocytic Leukemia
Hodgkin's Lymphoma
Follicular Lymphoma
Non-Melanoma Skin Cancer
Alcohol Flush Reaction
Prostrate Specific Antigen ( PSA)
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SNAPSHOT
Cancer

CONDITIONS
This section gives a detailed risk report of high risk conditions. A high risk does not indicate
predetermination.

TESTICULAR CANCER
Your risk

Population average

Your variant score

2.38x relative to average
population

19 in 1000

3 out of 3

Testicular cancer is a relatively rare form of cancer that affects testicles, which are part of the male
reproductive system. Cancer may affect cells of 1 or both testicles. Although this type of cancer
constitutes 1% of total cancer cases in men, it is the most common cancer seen in young men. Germ
cell tumors of testis constitute over 90% of testicular cancers. Lumps, swelling or pain in groin area
and testicles are common symptoms of testicular cancer. A feeling of heaviness in the lower abdomen
is seen in few people.

Genetics
Although not much has been known to explain the molecular basis of testicular cancer, certain regions
on chromosome 5, 6, 9 and 12 are proven for their association with testicular cancer. Genome wide
association studies conducted on over 3000 testicular cancer cases collectively indicate important
genes such as KITLG, BAK1, SPRY4, DMRT1 and TERT for their correlation with testicular cancer. The
variants observed in some of these genes intervene in KIT signalling pathway that regulates the
development of testicular germ cells.
Nevertheless some variants on DMRT1 and KITLG are found to have protective effect against
testicular cancer.

Details regarding 'mutations' or changes detected in your DNA are given below:
Gene

Chr. #

Risk Allele

Genotype

TERT - CLPTM1L

5

A

AG

Gene

Chr. #

Risk Allele

Genotype

BAK1
SPRY4

6

G

GG

5

A

AG

Note: Genetic component of an individual form a minor fraction of the equation and are not the absolute
causative factors that determine the outcome. There could be several other influential elements acting
simultaneously that decide the final outcome of the condition.
Note: There could be other variants, not screened by Genetic Mapping for Oncology.

Risk Factors
Gender: The disease occurs only in men.
Age : Most often it affects young men with age group of 20

35 years.

Birth defects: Abnormal testicle development or having undescended testicles (wherein the testicles
fold within abdomen and do not descend into scrotum, by birth - technically referred as
cryptorchidism) lead to higher risk of testicular cancer. Although undescended testicles are
operated surgically to bring back to normal condition, the risk for testicular cancer continues to
remain high as before.
Family history: The cancer is highly Individuals whose family, particularly when brother, is affected
with testicular cancer inherit nearly 8-10 fold higher risk for developing the pathological condition.
However, the risk associated may be slightly lower as in 4-6 folds when the father is being affected.
Nearly 1-3% of total testicular cancer cases account for familial inheritance.
Ethnicity: In general, Asians and African Americans are at two times lower risk than whites.

PSA LEVELS
Prostate specific antigen (PSA), is a protease also known as kallikrein-related peptidase. This enzyme
is produced by cells of the prostate gland and is thought to be involved in liquefaction of seminal
coagulum and helps in the sperm movement. The level of PSA in blood of a normal person is very
low. But the levels of this antigen is known to be

elevated in men with prostate cancer prostatitis

(inflammation of the prostate) and benign prostatic hyperplasia (enlargement of the prostate) and
urinary tract infections. This antigen is used as a biomarker for prostate cancer. Serum level of PSA is
useful in the diagnosis and monitoring of prostatic carcinoma.

Genetics
MSMB gene encodes a protein which belongs to a immunoglobulin binding factor family. It is
synthesized by the epithelial cells of the prostate gland and secreted into the seminal plasma. This
protein has inhibin-like activity. Studies have proved that functional variant in this gene is associated
with increased PSA levels and prostate cancer.

Your Genetic Profile for PSA Levels
Gene

Genotype

FGFR2

GG

MSMB

AA

TBX3

AA

TERT

AG

HNF1B

AA

Inference

PSA levels may be moderately higher than the
general population

Complications
The levels of PSA can range from 1ng/ml to hundreds of ng/ml. A raised PSA level always may not be
suggestive of prostate cancer, but indicates a problem related to prostate.
Age of males

Elevated PSA Range

50-59 years

PSA level is considered elevated if it is 3ng/ml or
higher.

60-69 years

PSA level is considered elevated if it is 4ng/ml or
higher.

70 or above

PSA level is elevated if it is 5ng/ml or higher.

ALCOHOL FLUSH REACTION
Alcohol flush reaction is a condition where people experience flushes or blotches on the face and
body when they consume alcohol. This is a result of acetaldehyde accumulation during alcohol
metabolism. Often, the ungainly effects of alcohol consumption in people who show this reaction
contribute to lower alcoholism.

Genetics
Research indicates correlation between rs671 allelle on ALDH2 gene and alcohol flush reaction.

Your Genetic Profile for Alcohol Flush Reaction
Gene
ALDH2

Genotype

Inference

GG

Low risk for alcohol flush
reaction

Note: There could be other variants, not screened by Genetic Mapping for Oncology.

Complications
Immediate effects may include blotchy and flushed skin, nausea and increased heart rate. This
condition is associated with increased risk for esophageal cancer, even among those who report
moderate alcohol consumption.

Risk factors
Genetics: This condition is associated with a genotype of rs671 allelle on ALDH2 gene.
Geography: Prevalence is more among East Asians.

UNDERSTANDING YOUR RESULTS
Relative Risk
Relative Risk (RR) is the probability of an individual with a SNP developing a disease relative to an
individual without that SNP developing the disease.
RR =P(disease with SNP) / P(disease without SNP)
RR ~1 -association between SNP and disease unlikely to exist.
RR > 1 -increased risk of disease among those with that SNP.
RR < 1 -decreased risk of disease among those with that SNP.

Your Risk Assessment
What it means: It is an estimate of the likelihood of developing a medical condition. In other words, it
indicates the probability threat value of your mutation leading to health condition.
For Example:
Your lifetime risk: 6.8%
What it means: Individuals with your genetic variants are estimated to develop this condition in 6.8 out
of every 100 persons. These results indicate your odds of developing this condition.
Your average lifetime risk: 8%
What it means: Individuals from the average population are estimated to develop this condition in 8
out of every 100 persons.
Note: Oncomap looks for most common and already-proven variants associated with a condition and
does not screen for all variations. There may be other associated markers/variants not screened here.

Single Nucleotide Polymorphism (SNP)
Single nucleotide polymorphism or SNP is a type of genetic variation, where in a single letter
difference occurs in the DNA sequence of an individual when compared to others.

Example: Sequence 1: ----AGCCTAATGGGC---Sequence 2: ----AGCCTAAGGGGC----

Here, in the given example, the first sequence differs from the second sequence only by a single
letter (nucleotideT/G). This single letter variation affects many phenotypic traits, disease
susceptibility/ resistance, response to drugs, chemicals, radiation, etc.

SNP Genotyping
Genotype is the genetic makeup of an organism, and genotyping (process by which the
genotype sequence is decoded) is done to understand difference in the genetic makeup
between different individuals. SNP genotyping helps to analyze the SNPs present in an individual.

What your report is and what it is not
The report what we provide you is not diagnostic in nature and should not be considered
as one. What we report is your genetic predisposition towards any particular health
condition. If you are reported to be on the higher risk for any of the health condition we cover,
it does not mean that you have or you will contract the health condition and the same applies
if you are reported to be on the lower risk.
When a person develops a health condition it may be due to their genetic predisposition,
lifestyle, exposure to hazardous material, environmental conditions and many more. What
we provide you should help in assessing your health status on genetic level and making the
right choices for your health.

GENETIC PREDISPOSITION DOES NOT MEAN PREDETERMINATION
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